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REMARKS 

Applicants have amended claims to expedite prosecution of preferred embodiments. 
Accordingly, Applicants reserve the right to continue prosecution of any cancelled subject matter 
in continuation applications. 

Specifically, Applicants have amended claim 41 to make explicit that which was implicit, 
namely that to identify a mutation in a SEQ ID NO: 1, one must compare the sequence in the 
biological sample to the exact sequence of the SEQ ID NO: 1 . Support for the amendment can be 
found throughout the specification, for example, at page 6, lines 15-18, and page 14, lines 2-5. 

Applicants have amended claim 46 to correct a typographical error as indicated, supra. 
Claim 46 has also been amended to perfect the antecedent basis by the use of the term "sample" 
instead of "specimen." The amendment is clerical. 

Applicants have amended claim 48 to an embodiment, wherein the primers bind to the 
specific exon/intron boundaries of SEQ ID NO: 1 . Support for this embodiment can be found, 
for example at page 6, lines 7-11, and pages 55-57. 

Applicants have cancelled claim 47 without prejudice. 

Applicants have added claims 50-59. Support for the new claims can be found 
throughout the specification. For example, support for claim 50 is found on page 7, lines 7-1 1 ; 
support for claim 51 is found on page 6, lines 19-31 and pages 55-57; support for claim 52 is 
found on page 7, lines 1-4; support for claim 53 is found on page 6, lines 19-31; support for 
claim 54 is found from page 7, lines 7-11; support for claim 55 is found on page 6, lines 15-18, 
and page 14, lines 2-5; support for claims 56 and 57 is found on page 6, lines 19-31, page 10, 
lines 14-22, and pages 55-57. 

Accordingly, the amendments and new claims do not introduce new matter and their 
entry is respectfully requested. 

The Examiner objected to claim 46 because of an apparent typographical error. 
Applicants respectfully submit that the amendment to claim 46 has obviated this rejection. 

The Examiner rejected claims 41, 42, 44, 45 and 48 as allegedly not patentable under 35 
U.S.C. §102(a) by the publication of Bentz et ai. (Blood 88(4): 1437-1444, August 1996) 
("Bentz"). 
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Applicants respectfully disagree and submit that the rejection should be withdrawn for 
the following reasons. 

Bentz does not disclose any specific nucleic acid sequences, normal or mutant. All Bentz 
shows is a patient with a large chromosomal duplication that may include the general region of 
6p21 .3. Bentz does not teach comparing the nucleic acid in a biological sample to any nucleic 
acid, let alone the specific nucleic acid sequence of SEQ ID NO: 1 . Bentz certainly does not 
teach or suggest a method using primers for the intron/exon borders as required by claim 48. 
Certainly Bentz does not teach or suggest the new claims 51-59. 

Accordingly, in view of the amendments and the above, Applicants respectfully submit 
that the rejection of claims 41, 42, 44, 45 and 48 as allegedly not patentable under 35 U.S.C 
§ 102(a) by the publication of Bentz has been rendered moot 

The examiner rejected claims 41, 42, 44, 45 and 48 as allegedly not patentable under 35 
U.S.C. 102(b) over Ycatman et al (Clin. Exp. Metastasis 14:246-252, May 1996)(" Yeatman"). 

Yeatman does not disclose any specific nucleic acid sequences, normal or mutant. All 
Yeatman shows is a patient with a large chromosomal deletion that may include the general 
region of 6p21.3. Yeatman does not teach comparing the nucleic acid in a biological sample to 
the specific nucleic acid sequence of SEQ ID NO: 1 . Yeatman does not teach comparing the 
nucleic acid in a biological sample to any nucleic acid, let alone the specific nucleic acid 
sequence of SEQ ID NO: 1 . Yeatman certainly does not teach or suggest a method using primers 
for the intron/exon borders as required by claim 48. Certainly, Yeatman does not teach or 
suggest the new claims 51-59. 

Accordingly, in view of the amendments and the above, Applicants respectfully submit 
that the rejection of claims 41, 42, 44, 45 and 48 as allegedly not patentable under 35 U.S.C. 
§ 102(a) by the publication of Yeatman has been rendered moot. 

Claims 41-43, 47 and 49 are rejected under 35 U.S.C. §102(b) as being anticipated by 
Sargent et al. (EMBO Journal 8(8): 2305-2312, 1989) ("Sargent"). 

Applicants respectfully disagree and submit that the rejection be withdrawn for the 
following reasons. 

Claim 4 1 requires a comparison of the sample to the SEQ ID NO: 1. Sargent did 
not disclose the sequence of G7. The sequence of G7 used by Sargent was not make available to 
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the public until well after the present application was filed (see, Exhibit A for the history of the 
sequence for the G7 showing that it was first submitted to the database on August 10, 1999). 
The present application is entitled to a priority date of July 3, 1997. Accordingly, the 
Examiner's sequence analysis is based on a sequence that was not available to the public until 
more than two years after the filing of the present application. Therefore, based on Sargent, a 
skilled artisan could not have performed a sequence comparison as claimed at the time the 
present application was filed. Applicants are claiming a method and that method could not have 
been performed based on the data presented in Sargent. Certainly, Sargent does not teach or 
suggest the new claims 51-59. 

In view of the above, Applicants respectfully submit that the rejection of claims 41-43, 47 
and 49 under 35 U.S.C §102(b) over Sargent should be withdrawn. 

The Examiner rejected claim 46 under 35 U.S.C. §103(a) as being allegedly unpatentable 
over Bentz in view of Therman et al. (Human Genetics 59:93-100, 1981) ("Therman"). 

Applicants respectfully disagree and submit that the rejection should be withdrawn for 
the following reasons. 

As described, supra, Bentz does not teach comparing a nucleic acid in the biological 
sample to the specific SEQ ID NO: 1 because Bentz does not teach the specific sequence of SEQ 
ID NO: 1 . Therman does not overcome this deficiency. All Therman describes that the 
chromosomal regions including 3p21, 6p21, Mql3, 13ql3, 17ql2, and 19pl3 or q!3 are 
involved in mitotic chiasma in human cells, for example, in Bloom's syndrome (BS) patients 
where the chiasma is speculated to result in malignant disease in BS patients (page 93, last 
sentence of column I . Contrary to what the Examiner appears to argue, Therman does not 
connect chiasmata to infertility, and certainly not any specific chiasmata among the 7 mentioned 
to play a possible role in BS. Therman only speculates, with no evidence at all, that because 
mitotic chiasma have been observed in BS, perhaps also meiotic chiasmata may play a role in 
BS, where infertility is common in BS patients. Therman specifically states that u a study of 
meiosis in BS patients would therefore be fascinating/' (Page 98, second col., last sentence of 
second paragraph.) 

Certainly, the combination of Bentz and Therman does not teach or suggest the new 
claims 51-59. 
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Accordingly, Applicants respectfully submit that the rejection of claim 46 under 35 
U.S.C. § 103(a) over Bentz in view of Therman should be withdrawn. 

In view of the foregoing, Applicants respectfully submit that all claims are in condition 
for allowance. Early and favorable action is requested. 

The Commissioner is herewith authorized to charge fee deficiencies and credit 
overpayments in connection with this submission to the NIXON PEABODY LLP Deposit 
Account No. 50-0850. 
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